Bacteriophage T7 infects Escherichia coli and evades the host defence system. The
reveal the versatility of Ocr in interfering with host systems and suggest possible 28 strategies that could be exploited in adopting DNA mimicry as a basis for forming region that is not accounted for by RNAP (Figure 2figure supplement 2) , where 142 density for many side chains is clearly visible (Figure 2figure supplement 3C ).
144
During 3D classification, it is clear that a number of different conformational and 145 structural classes exist within the dataset and two distinct classes were identified due 146 to their widely differing RNAP conformations (Figure 2figure supplement 1) .
147
Bacterial RNAP consists of five subunits forming a crab claw shape with the two we thus denote it as the "wide clamp structure". The second structure involves only 166 one of the two Ocr subunits within the dimer contacting RNAP, occupying only the 167 downstream DNA channel. Here the RNAP clamp is less open and we denote this 168 structure the "narrow clamp structure" (Figure 2B, Figure 2figure supplement 3) .
170
In the wide clamp structure, the RNAP clamp conformation is very similar to the 
207
In order to maintain the interactions between Ocr and the ' clamp and to overcome 208 charge repulsions with the ' jaw, the ' clamp is opened up, shifting Ocr upwards 209 and away from the jaw domain.
211

Ocr inhibits transcription in vivo and in vitro 212
In order to understand the significance of Ocr binding to RNAP, we investigated the 
301
Using purified components and gel mobility shift assays (Figure 7) , Ocr was 
377
The bifunctionality observed in Ocr may also be shared by other DNA mimic proteins. 
511
Each experiment was repeated at least three times. 
